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Study on Single Nucleotide Polymorphism of H- FABP Gene and Its Association with IMF in Chicken

WANG Yan'?, ZHU Qing', SHU Ding- ming®, QU Hac?, LIU Yi- ping
(1. College of Animal Science and Technological, Sichuan Agricultural University, Sichuan Ya'an 625014, China;
2. Institute of Animal Husbandry, Gaungdong Agricultural Academy, Guangdong Guangzhou 510640, China)

Absreact: In present study, four pairs of primer were designed according to the sequence of chicken H- FABP gene
offered by GenBank (Accession No: AY648562).7 populations (including 4 native breeds, 2 breeds developed by
Institute of Animal Science, Guangdong Academy of Agriculture Science and one foreign breed) were studied. All
slaughter traits and meat quality traits were measured in the population. SNPs among individuals were detected by
DNA sequencing, and PCR- SSCP method was then developed to screen the population. T/C and G/A mutation at the
position of the 260 bp and 675 bp of H-FABP gene were found, and three genotypes were detected in the
population. The least square showed that at the T260C locus in all population the AA birds had significant IMF value
than BB birds (P < 0.05), but AA and BB genotypes had significant effect on IMF analysis only in Fengkai Xinghua
chicken and Lingnan Huang chicken population(P < 0.05), but no differences among others (P > 0.05). At the G675A
locus in all populations, the AA birds had significant IMF value than AB birds (P < 0.05).
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